

RAW SEQUENCE LISTING 

p ATI* 'NT APPLICATION : US/0 9/7 26 , 34 8 



DATE: 
TTMK : 



12/29/200 0 
09:41:44 



I n put Set : 
Output Set: 



A . \PF2 20Pl.3T2 5.txt 
N:\CRP3\12292000\I726348.raw 



We. 



APPt I CANT 

1, 0 - TtriE'oP i, NVENTION : Transforming «ra 

FILING DATE: 1997-01 0 3 
APPLICATION WUMBEK: 00/011, 13o 
FILING DA IK : 1406-01-04 



Factor Alpha HI 1 1 



14 <151> 

16 --:150> 

17 <151> 
19 <150> 



20 
22 
24 
21) 
27 
28 
29 
31 



<I51> 
<,160> 
<170> 
<210> 

<2.n> 

<212> 
<213> 
:'4 0 0> 



PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 



APPLICATION 
Fit INC DA1E: 



6 0/16 B, 
-02 



LB7 



3.0 



NUMBER 
} n 9 0-12 

NUMBER OF SEO ID NOS : 21 
SOFTWARE: Patentin version 
SEO ID NO: 1 
LENGTH: 92 3 
TYPE: DNA 

ORGANISM: homo sapiens 

31 auu> SEQUENCE: .1 taraacrrTg qtqccctggq ctqccgecct 

32 gaaaatggcg rcrnacggcc cggqtoq ot **^~*c gagatatgca cccaatgteo 
34 gctoctcgrt ctgggcgtgg -agggctct Laacgacac gagagetaat 
36 agggagcgtg caaaatttgt ^acoatc ttqgggntgg atctccagaa 
38 gctgcat.qcr cgttgct.gcc tgaat.agaa <^ ca taccactg tcatcataga 
40 ctottctctg gaggaccctg ql.cca cc tLC cgtqgcL ttactcagct 
42 cctgcaagc* aaccccctc. ^ ctqgd ggaattaatg cct.gg.atac 
44 ncaqactctg atacLgccac da ^'-<£ 
46 Latcacctct tatatagaca accdaa U 
48 tgqagaccca gaaatgt.gtr etgagaaU,g 
50 gcag .gtgtt tgtgctgatg gtttccatgg 
52 actqcttatg ttcttoggga ttctgggagc 
54 yqcqacccag cgccgaaaag ecaagacttc 
56 agatcaatct gaactat.ott 
58 ' 
60 
62 
65 
66 



agrccagt.ca 



traaqqqcaa aagaaccttt. gcaataacac 
atrtiytcjt.a ootgaUggto cagglxtLU 
atacaagtgt atgcgccagg 9<*cgttctc 
o ? craotcl.a tccqtctcoa ttctqcttt* 
aLgaact.aca taggtcttac cattgaccta 
,,qqagctctg -reran--,.., aggcatot.tt 



gaauco.-v-' - riaLgaaaaat igcactccct 

clJ coag t gga ,tcgcctcaa ^«ec ataataaaca oUttttott 

Lggtgtagac aaatacuagt tccta jy 
ttttaaaaaa aaaauaaaaa aaa 



<2'10> 
<2'11> 
67 <212> 



SEQ ID NO: 2 
LENGTH : 22 9 
TYPE: PKT 



6 8 
70 



<2l.3> ORGANISM 
4 00> SEOUENCE 



homo 

2 



sapiens 



72 Met 
7 3 1 
7 5 Ala 

7 6 

78 Gl u 
79 

81 Ala 



Al a 



Leu 



Ala ten 01 Y Val 



Pro His Gly Pro Gly St 
5 

Ala Leu Leu Leu 
20 

Thr Gin Cys Pro 01 y 
40 

Phe Tyr cys Lys Thr Thr Arg Glu 



Th r 
10 
G\ U 



Thr Leu Va"J. Pro 



Arg Ala 



lie 



Cys 
3 r ) 



Ser Val Gin Asn 
Leu Met Leu 



Leu Ala 
30 

Leu Ser 
4 5 

His Ala 



Trp 

15 

Leu 



Al a 



p ro 



Lys val 
Arg Cys 



Page 1 of 7 

03CV 



i 3 



OIPE 




6 0 

120 

180 

240 
300 

36 0 
420 
■180 
540 
600 
660 
720 

7 80 
840 
900 
9'2 3 



o 

-5 

rn 

n 

go ,: . : 



ro 



. J 1 



rn 
3 
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PATENT APPLICATION ; US/09/72 6 , 34 8 TIME : 09:41:44 



Input Sot : A:\PF2 20Pl.ST2 5.txt 
Output. Set: N:\CRF3\I2 2 9200 0\I7 2 6 34 8 .raw 



32 


30 










55 










6 0 










8 4 Cvs 


Lou 


A ST I 


CI n 


Lys 


Gly 


1-hr 


I le 


Leu 


Gly 


Leu 


ASp 


Leu 


Gin 


Asn 


Cys 


B'3 6 3' 










70 










7 5 










80 


y? Ser 




Clu 


Asp 


F J ro 


Gly 


Pro 


Asa 


Phe 


His 


Gin 


A I a 


His 


Th r 


Thr. 


Val 


8 8 








85 










90 










9 5 




9 0 lie 


lie 


ASp 


Leu 


Gin 


A) a 


Asn 


Pro 


Leu 


Lys 


Gly 


Asp 


Leu 


Ala 


Asn 


Thr 


9 1 






1 00 










105 










110 






9 3 Phe 


Ary 


G I v 


Phe 


Th r 


Gin 


Leu 


Gin 


Thr 


Leu 


Tie 


Leu 


Pro 


Gin 


His 


Va I 


9 1 




115 










120 










1 2 5 








96 Asn 


0 y s 


Pro 


Glv 


Gly 


fie 


Asn 


Ala 


Trp 


Asn 


T hr 


11c 


Thr 


Ser 


T/i 


He 


'J 7 


1 J0 










1 3 5 










140 








0') Asp 


Asn 


Gin 


Tie 


Cys 


G j n 


Gly 


Gl n 


Lys 


A s a 


Leu 


Cys 


Asn 


Asn 


Thr 


Gly 


100 145 










150 










15 5 










160 


in 2 Asp 


Pro 


0 lu 


Met 


Cys 


Pro 


G lu 


Asn 


(Uy 


Ser 


Cys 


Va 1 


Pro 


Asp 


Gly 


Pro 


10 3 








165 










17 0 








175 




10 5 Gly 


Leu 


Leu 


Gin 


Cys 


Val 


Cys 


Ala 


Asp 


Gly 


Phe 


His 


Gly 


Tvr 


Lys 


Cys 


1 ("] c 






180 










185 










190 




108 Mot 


Ara 


G 1 n 


Gly 


ser 


Phe 


Her 


Leu 


Leu 


Met 


Phe 


Plie, 


Glv 


1 It; 


Leu 


Giy 



109 195 200 205 

113 Ala Thr L'hr Leu Ser Val Ser He Leu Leu Trp Ala Thr Gin Arq Arc 

1 12 210 2 15 220 

.114 Lys Ala Lys Thr Ser 

115 22 5 

117 <210> SEQ ID NO: 3 

118 <21]> LENGTH : 52 
.110 <212> TYPE: PRT 

120 <2 13> ORGANISM: homo sapiens 
122 <400> SEQUENCE: 3 

124 Gly Gin Lys Asn Leu Cys Asn Asn Thr Glv Asp Pro Glu LVt Cys Pro 
-125 1 5 10 15 

127 G.lu Asn Gly Ser Cys Vdl Pro Asp Gly Pro Glv Leu Leu Gin Cvs Val 

128 20 25 30 

130 Cys Ala Asp Gly Phe His Gly Tyr Lys Cvs Met Arq Gin Gly Ser Phe 

131 3 5 40 ' ' 45 
1 3 3 Ser Leu Leu Met 
13-1 5 0 

136 <2 10> SEQ ID NO: 4 

137 <211> LENGTH: 733 
13 8 <2 12> TYPE: DMA 
13;! <213> ORGANISM: homo sapiens 
I'll <4 0 0> SEO0LNCL: 4 

142 gyyatceyya geeoaaatet tetgacaaaa cteaeaoary eceaeegtgc 
144 aattcyaygg tgeaeegtea gtottcctct terceccaaa aeeraaggac 
140 Letcccgyae tcetyagyte aeatyegtgg tggtggacyt aagocacgaa 
148 teaaqttcaa etygtaegtg yacggcgtgg aggtgcataa Lgccaagaca 
150 aygagcayta caaeagcacg tacegtytyg tcagcqtcct eaecyteetg 
152 ggctgautyg raaggagtac aagtgcaagg tctoeaacaa ageoctocca 
154 uqaaaaeeat- ctocaaagcc aaayygcagc cccgagdaec acaggtytac 
156 eateecyyga tgagctguec aagaaccagg tcagcetgac ctgectyyte 




ccayeacetg 6 0 

acectcatga 120 

gaccctgagg 18 0 

aagccgcggg 24 0 

caecaygaet 300 

acceecatcg 36 0 

accctgcccc 4 20 

aaagycttet 4 80 
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RAW SEQUENCE LISTING 



DAT}:,: .t 2/2b/2000 



PATENT APPl.i CVJMON : US/09/726, 348 TIME: 09:41:44 

TnpuL Sot : A:\PF2 2 0Pl.ST2 5.txt 
Output Sot: N:\CKF3\12292000\I726348.raw 

.158 uLccaagcya calcqcegiy qaqtgggaga graatgqyca geeyqagaac auctacaaqa 



540 



50 0 
7 20 
7 33 



160 ccacgcctcc cyLgctgyac tccgaeggct ccLtottcct ctacagcang o — nccgtcrg 600 
162 acaacjacjcaq gt gqcaqcdq qyqaacqtct tctcatgctc cytyatqcdi qwie^ct qc 
164 acaaccacta caegcaqaay aycctcteec tytctccgqg taaatgagty cgacgoccqr 
166 gactctayay qat • " 

169 <210> SKQ ID NO: 5 

170 <211> LENG L'ii ; 5 

171 <2:i2> TYPE: PRT 

172 <2I3> OHGAN I SXi : WSXWS moti f 

174 <2 2 0> FEATURE: 

175 .221> NAME/KEY: SllE 

176 ^222> LOCATION: { 3) . . ( 

177 <223> OTHKH INFORMATION; Xaa equals anv amino acid 
V J B0 <4 0 0> SEQUENCE: 5 

©--> 182 Trp ser Xaa Trp Ser 
183 '1 5 
18 5 <210> SEQ ID NO: 6 
18b <-211> LENGTH: 86 

187 <-.212> TYPE: ON A 

188 <213> ORGANISM: ol iqonucli-jot ide 

190 <2 20> FEATURE: 

191 <2 2T> NAME/KEY: prote i n_bind 

192 <222> LOCATION: (1)..(8G) 

193 <223> OTHER INFORMATION : 5' primer containing 18bp complementary to SV-10 promoter ami 

1 J'i an Xhol site 
197 <4 0 0> SEQUENCE: 6 

1.9 8 gcgcctcgaq att trecoga aatct.agott tccccqaaat gatttccccg aaatqatttc GO 
200 cccqaaatat ctgceatctc aattay " 
203 <210> SEO ID NO: 7 

2 04 <211> LENGTH: 2 7 
20 5 <,212> TYPE: DNA 

2 06 <213> ORGANISM : oligonucleotide 
2 08 <2 2 0> FEATURE: 

209 <221> NAME/KEY: prut:einj)ilid 

210 <2 2 2 > LOG AT ION : ( 1 ) . . ( 2 7 ) 

211 <223> OTHER INFORMATION: 3' pernor containing sequence complementary to SV40 

212 promotor and a Hindi IT site 

215 <4 0 0> SEQUENCE: 7 

216 geggcaayct ttttqeaaag cctagyc 07 
219 <210> SEQ ID NO: 8 

2 20 <2l;]> LENGTH: 271 

221 <212> TYPE: DNA 

222 <213> ORGANISM: Homo sapiens 
2 24 <4 0 0> SEQUENCE: H 

225 ctcgagattt crccyaaatc tagatttccc cgaaaLqaLt tccccqaaat qatttcccrg 60 
227 aaatatctqc catctcaatt agtcagcaac cataqtcccg cccctaactc 'cacccatrrc 120 
-:29 gcccchaart ccqoccagtt rcgcccatt c fccqccccat ggctgactaa f ttt'ttftat .180 
231 tratgeagaq gccqagqccg ectcygcetc tyagctattc cagaagtagt gaggaggctt '?4 0 
233 ttttggaggc ctagyctttt gcaaaaagcl t " ^ n 
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RAW SEQUENCE LISTING LVUE: I 2/2 9/ > l> 00 

PATENT APPLICATION : US/09/726,348 TIMfi! 09:41^44 

JCtput Set : A:\PP220Pl.ST25.txt 

Output Set: N:\CKF3\12 2 9 20 00\I72 6 34 8.raw 

2 36 <2 1 0> SEQ ID NO: 9 
2 37 <1M'J> LENGTH: 32 
2-*8 '21.2> TYPE; DNA 

2 '39 <2.13> ORGANISM: ol.iqoriucleoti.de 

241 <2?0> FEATURE: 

24 2 <:221> NAME/KEY: primer_b.ind 

2 4 3 < 2 2 2> LOG A L'l ON : ( 1 ) . . ( 3 2 ) 

24 4 < 2 2 3 > OTH Eft J. N FORMAT T ON : 5 1 PC H pr j me r 

24 7 <4 0 0> SEQUENCE: 9 

24 H qcqeteqdqg gatqaeageg dtagaaocee gq y , 
2 51 -.21 0> SEO IP NO: 10 

252 <2'l"l> LENGTH: 31 

253 <2.12> TYPE: DNA 

254 <2'J3> ORGANISM: oligonucleotide 
2 5 6 <22 0> FEATURE: 

2 '5 7 <221> NAME/KEY: p.rimer„bincl 

25B <222> LOCATION: (!)..( U) 

259 -„22 3> OI^ER INFORMATION: 3' PGR primer 

2 fi 2 4 0 0 > S EQU £ n G E : 10 

26 3 qeqaaqette ijcqactcccc qgatccqcct c ri 

266 <210> SEQ 10 NO: 11 

267 <.211> LENGTH : 12 

268 <212> TYPE: DNA 

269 <213> ORGANISM: ol iqon ucleot ide 
2 71 <2 2 0> FEATURE : 

272 <2 21> NAMK/KEY: prinie.r_bi.nd 
2 73 <2 22> LOCATION: (!)..( 12) 

274 <223> OTHER INFORMATION: NF-KB repeat in upstream nrimer 

2 77 <4G0> SEQUENCE: 11 

2 78 qgygactttc cc 

281 <210> SEQ ID NO: 12 

2 82 <211> LENGTH: 73 

28 3 <212> TYPE: DNA 

284 -213> ORGANISM: oligonucleotide 
2B6 <220> FEATURE : 

287 <221> NAME/KEY: prime.r_bind 

288 <222> LOCATION: (l)..(7d) 

2H9 <223> Ol HER INFORMATION: 5' primer containing the NF-KB bindinq site, 18b P 

complementary to SV40 promotor, d nd an Xhol qire 
2!) 3 <4 0 0> SEQUENCE: 12 

294 qcqgcctcqa qgqqactttC cegggqaett LCCqqqqact LtCCggqact tt^oatCCtq 
2 96 ccatctcddt tag ' 

299 <210> SEQ ID NO:' li 

300 <211> LENGTH: 2 56 
3U1 <2.12> TYPE: DNA 
302 <.2]3> ORGANISM: Homo sapiens 

304 <400> SEQUENCE: 13 

305 ctcqagqgga etttoceggg gactttcogg ggactttocg ggact ttcca tetgecntrt 60 
307 eaaLtagtcd gcaacca tag ■ LcccyccccL adctccgccc dtccegeccc UaaeLccycc 120 



6 0 
73 
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RAW SEQUENCE LISTING 



DATJJ: I 2/2 V J 0 00 



PAThMT APPLICATION: US/09/726,348 TTMF ; 09:43:14 

Til put Set : A:\PF2 20Pi.ST2 5.txt 
output 3ft: W:\CRF3\12292000\I726348.raw 



oagaqgccaa H ■.; 



2 7 



309 cagt Lector raU"tccqr rrcatqgrtq acLaatLLM. LLtaLttdlq ^ „ 

311. ggccqceLcg gcci ;Lgagc LaLtceagaa gtagtgagga gqcrttttLg gaqqcc^aqg 24U 
313 ctttLgcaaa *a»K:tt " ^ h 

V! f ^ 2 1 0 > S i'J v i D NO : J 4 
-J J. 7 <2.1.I> LENGTH: 27 
Vi 8 <212> J ^Ph': UNA 

H9 ."2.1 i> ORGAN t SH : o ]. i qonuclt'OL i Ue 
331 *'22 0> FPAT r JPF: 

322 <221> NAML'/Ki'. primer_b.ind 

323 <2.'2> LOCATION: (1),.{27) 

3-7 moo" s^nr^T lTi0 " : pTlillGr contdinin 9 a Bamt!I site ar.d Idnt oi rCF alpha Hill 
328 cgcgqatccg ggcaaaaqaa cctttqc 
3 3 ! .-.21 0> SM) fD NO: 15 
3 32 <.2il> LKNG'IH: 30 
133 <2I2> TYPE: DNA 

3 3 4 <213> ORGANISM: ol iqonuo loot i dc? 
3 3b -.2 2 0> FLATURL: 
3 37 .2 2I> NAUD/KKY; pr i me r_i>ind 
3 3H ^222> LOCATION : (1 ) . . (30) 

i:<y <223> OTHFP j. N FORMAT J ON : 3' primer containing an xbar site and 21 nt or TGF alpha HTI1 
3 4 2 <- 4 0 f ) > S E (, ) 1} li: NC F : 15 

34 3 qcgtctaqac taaagr-agtcj ayaacyaqcc 3G 
346 ^210> SEO ID NO: 16 
"5 4 7 .21] > LLNGTH: 3 4 
34 0 <212> TYPE : DMA 

3 4 9 < 2 1 3> OKGANI SM : o 1 i qon tJ c 1 L i do 
351 <220> F FUTURE : 
3 5 2 < 2 2 1 > N AMF/K P. Y ; p r i mo r_Jt> i m d 
J 5 3 <2 2 2 -> LOG AT ION : ( 1 ) . . { 3 4 ) 

354 <.223> OTHER INFORMATION: 5' primer containing a BamHT sH-p 
3 57 <4 00> SEQUENCE: 16 

*58 cgoggatt:eg tcratcatgg cgoctcacqg ccrg 34 
361 -2 10> StC) ID NO: 17 
3 62 <211> LENGTH; 3 3 
36 3 <.212> TYPE: DNA 

364 <2 i. ■!> ORGANISM: ol igonucleotide 

366 <220> FEATURE: 

36 7 <221> NAME/KFY: pr i merji i nd 

368 <-.222> LOCATION: (I) . . (33) 

369 <223> OTHiR I MFORMATI ON : 3' primer containing an Xbal site 
3 72 <4 00> SEQUENCE: 17 

373 gcgtctaqac tacataagca qtgacaacqa acc 33 
3 76 <21.0> SF.Q ID NO: lti 
377 <21l> LENGTH ; 28 
3 78 -;212> TYPE: DNA 

379 <213> ORGANISM: olicjon uclootidc 

381 O2 0> FEATURE: 

38 2 <22 1> HAHE/KEY: p c ime r_bind 
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VERIFICATION SUMMARY DATE: 12/2 9/2000 

PAT & NT A P P 1, 1 CAT ION : UG/0 9/7 2 6, 348 r IMF: 09:41:4 5 

TnpuL Sat : A:\PF220Pl.ST25.txt 
Output Sot: N:\CRF3\1229 2000\l726 34 8.raw 

L:1U M:270 C: Curn-rit Application Number differs, Replaced Current Application Number 
I.: 132 : 3 4 1 W : (46) "n" ur "Xaa" used, for StQ ID*;: 5 
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